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Supplementary Fig. 1. Multiple sequence alignment of 
RKM1 region of NFS and SFS strains of S.  fimicola with 
respect to the Saccharomyces cerevisiae.
Note: Symbol (*) showing conserved sites, space and 
highlighted regions showing SNPs.

Supplementary Fig. 2. Multiple sequence alignment of 
amino acid sequence of RKM1 protein of different strains 
of S. fimicola with respect to the S. cerevisiae amino 
acid sequence to observe the genetic variations. Symbol 
(*) showing fully conserved sites, symbol (:) depicting 
conservation between groups of strongly similar properties, 
space and highlighted regions showing polymorphic sites.
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Supplementary Fig. 3. Multiple sequence alignment 
of RKM4 region of S. fimicola strains with respect 
to S. cerevisiae in order to observe single nucleotide 
polymorphism (SNP).
Note: Symbol (*) is showing fully conserved sites, space 
and highlighted regions showing SNPs.

Supplementary Fig. 4. Multiple sequence alignment 
of amino acid sequence of RKM4 protein of different 
strains of S. fimicola with respect to the reference strain S. 
cerevisiae amino acid sequence to spot genetic diversity. 
Symbol (*) showing conserved sites, space and highlighted 
regions showing polymorphic sites.
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